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Figure 1A-C 
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Figure 2 




days 



WO 2004/055513 



5/12 



PCT7EP2003/014330 



Fig. 3A 
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Figure 4 
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Figure 7 

Normal situation in early immune response: 




Normal situation in late immune response 
Deletion of superfluous T cells 




Pathologic situation in CLL: 

Subversion of anti-CLL immune response 
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Pig. 8 

A 

1 ccacgcgtcc gagaccaagg agtggaaagt tctccggcag ccctgagatc tcaagagtga 
61 catttgtgag accagctaat ttgattaaaa ttctcttgga atcagctttg ctagtatcat 
121 acctgtcgca gatttcatca tgggaaacag ctgttacaac atagtagcca ctctgttgct 
181 ggtcctcaac tttgagagga caagatcatt gcaggatcct tgtagtaact gcccagctgg 
241 tacattctgt gataataaca ggaatcagat ttgcagtccc tgtcctccaa atagtttctc 
301 cagcgcaggt ggacaaagga cctgtgacat atgcaggcag tgtaaaggtg ttttcaggac 
361 caggaaggag tgttcctcca ccagcaatgc agagtgtgac tgcactccag ggtttcactg 
421 cctgggggca ggatgcagca tgtgtgaaca ggattgtaaa caaggtcaag aactgacaaa 
481 aaaaggttgt aaagactgtt gctttgggac atttaacgat cagaaacgtg gcatctgtcg 
541 accctggaca aactgttctt tggatggaaa gtctgtgctt gtgaatggga cgaaggagag 
601 ggacgtggtc tgtggaccat ctccagccga cctctctccg ggagcatcct ctgtgacccc 
661 gcctgcccct gcgagagagc caggacactc tccgcagatc atctccttct ttcttgcgct 
721 gacgtcgact gcgttgctct tcctgctgtt cttcctcacg ctccgtttct ctgttgttaa 
781 acggggcaga aagaaactcc tgtatatatt caaacaacca tttatgagac cagtacaaac 
841 tactcaagag gaagatggct gtagctgccg atttccagaa gaagaagaag gaggatgtga 
901 actgtgaaat ggaagtcaat agggctgttg ggactttctt gaaaagaagc aaggaaatat 
961 gagtcatccg ctatcacagc tttcaaaagc aagaacacca tcctacataa tacccaggat 
1021 tcccccaaca cacgttcttt tctaaatgcc aatgagttgg cctttaaaaa tgcaccactt 
1081 tttttttttt tttggacagg gtctcactct gtcacccagg ctggagtgca gtggcaccac 
1141 catggctctc tgcagccttg acctctggga gctcaagtga tcctcctgcc tcagtctcct 
1201 gagtagctgg aactacaagg aagggccacc acacctgact aacttttttg ttttttgttg 
1261 gtaaagatgg catttcgcca tgttgtacag gctggtctca aactcctagg ttcactttgg 
1321 cctcccaaag tgctgggatt acagacatga actgccaggc ccggccaaaa taatgcacca 
1381 cttttaacag aacagacaga tgaggacaga gctggtgat 

B 

MGNSCYNIVATLLLVLNFERTRSLQDPCSNCPAGTFCDNNRNQICSPCPPNSFSSAGGQRTCDICRQCKGVFRTR 
KECSSTSNAECDCTPGFHCLGAGCSMCEQDCKQGQELTKKGCKDCCFGTFNDQKRGICRPWTNCSLDGKSVLVNG 
TKERDWCGPS PADLSPGAS SVT P PAPAREPGH S PQI I SFFLALT STALLFLLFFLTLRFS WKRGRKKLLY I FK 
QPFMRPVQTTQEEDGCSCRFPEEEEGGCEL 



